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Ldited a formal orror ,n the Current Application Data section, specifically 
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CO ||j f-o when obviously incorrect Tho sequenco rjumbers thai v.ero edited wero. 
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Insorted mandatory headings, specifically: 
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J hdited ,donhl.o.s v.hcre upper case .s used but lower case ,s required, or v.co versa 



Coaccied an o.rcr m tho Number of Sequences held, specifically 



A "I iard Pago fJreak* code was inserted by tho applicant Ail occurrences had lo ho deleted 

OelotoJ ending' stop oodon m ammo aad sequences and ad|usled tho "(AJLongih." Ucld accordingly (error 
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3 


<110 


■ APPLICANT: Leth, , Bernard 






4 




Lucas / Sophie 






5 




E:e Smet, Charles 
Godelaine, Daniele 
Bcon-Falleur, Thierry 








■:12 ) 


TITLE OF INVENTION: LAGE - 1 


TUMOR ASSOCIATED NUCLEIC ACIDS 




u 


: 1 3 ) 


FILE REFERENCE: L0461/7066 






1 < 


-:14u 


• CURRENT APPLICATION NUMBER 


: US 09/341, 829A 




14 


■:14 ".. 


• CURRENT FILING DATE: 1999- 


10-18 




1 6 


•:15-' 


■ PFIOR APPLICATION NUMBER 


US 08/7 91,4 95 




17 


,:15 : 


• PRIOR FILING DATE: 1997-01 


-27 




1* 


<15-"' 


• PRIOR APPLICATION NUMBER 


PCT/US98/01445 




l-i 


<1 5 1 


• PRIOR FILING DATE: 1998-01 


-27 




20 


<160> NUMBER OF SEQ ID: 14 






n -. 


- : 1 7 1,- 


■> SOFTWARE: FastSEQ for Windows Version 3.0 




2 5 


-2 10 


- SEQ ID NO: 1 






2 6 


■'2 LI. 


• LENGTH: 217 






2 7 




- TYPE: DNA 






2 h 

3'.: 


•'2 13 
■•:40 1' 


• ORGANISM : Homo sapiens 
■ SEQUENCE : 1 






31 


gate 


foaqaa cacccaaaca caaggtctca 


gaacagagac ctggtacacc aggcccgccg 


60 


32 


OOdO 


-cgagg gageccaggg agatgggtgc 


agaggtgt eg cctttaatgt gatgttctct 


120 


3 3 


gccc- 


rtcaca tttagecgae tgactgctgc 


agaccaccgc caactgcagc tctccatcag 


180 


34 




^gtcte cagcagcttt ccctgttgat 


gtggatc 


217 


3 7 


-.210 


• SEQ ID NO: 2 






3 8 
3 9 


;:211 


• LENGTH: 18 
■ TYPE: DNA 






4 0 


2 1 3 


• ORGANISM. Homo sapiens 






42 


•-4 00 


• SEQUENCE 2 






4 /■ 


aga Liggtgc agaggtgt 




18 


4 6 


^210 


■ SEQ ID NO: 3 






47 


<211 


• LENGTH: 19 






48 


<212 


• TYPE DNA 






4 9 


■:2 1 3 


• 'ORGANISM: Homo sapiens 






51 


-.4 00. 


■ SEQUENCE: 3 






52 


gate 


-aeatc aacagggaa 




19 


5 5 


<210: 


■ SEQ ID NO: 4 






5 6 


-;21L 


• LENGTH: 1002 






5 7 




TYPE DNA 






58 




• ORGANISM. Homo sapiens 






6 0 


■ : 2 2 0 : 


• FEATURE: 






61 




■ NAME/KEY. CDS 






6 2 




• LOCATION (65) . . (697) 






6 4 


•• 4 0- 


■ SEQUENCE: 4 






6 5 


tctgt 


■:tccg catcctcgtg ggccctgacc 


ttctctctga gagcegggea gaggctcegg 


60 


6 6 


agee 


atg cag gec gaa ggc cag ggc 


aca ggg ggt teg acg ggc gat get 


109 


67 




Met Gin Ala Glu Gly Gin Gly 


Thr Gly Gly Ser Thr Gly Asp Ala 
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6 8 




1 








5 










10 








1 5 




7 0 


gat 


ggc 


cca 


gga 


ggc 


:ct 


ggc 


att 


ect 


gat 


ggc 


cca 


ggg ggc 


aat 


get 


157 


1 I 


Asp 


G 1 y 


Pro 


GLy 


G 1 y 


Pro 


Gly 


lie 


Pro 


Asp 


Gly 


Pro 


Gly GLy 


Asn 


ALa 




7 2 










2 0 










25 








3 0 






n \ 


gg- 


ggc 


cca 


gga 


^3 


gcg 


ggt 


gec 


acg 


gg- 


ggc 


aga 


ggt ccc 


egg 


ggc 


20 5 


75 


Gly 


G Ly 


Pro 


GLy 


Glu 


Ala 


G 1 y 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly Pro 


Arg 


GLy 




7 6 








35 










4 0 








4 5 








78 


gca 


ggg 


gca 


gca 


agg 


grc 


teg 


ggg 


e eg 


aga 


gga 


ggc 


gec c rg 


egg 


ggt: 


2 5 3 


~! m ? 


Ala 


G Ly 


ALa 


A La 


Arg 


ALa 


Ser 


Gly 


Pro 


Arg 


Gly 


Gly 


Ala Pro 


Arg 


GLy 




8u 






50 










55 










6 0 








82 


ccg 


cat 


ggc 


ggt 


gec 


get 


tot 


gcg 


cag 


gat 


gga 


agg 


tgc eee 


tgc 


ggg 


301 


8 3 


Pro 


HLs 


GLy 


GLy 


Ala 


ALa 


Ser 


Ala 


Gin 


Asp 


Gly 


Arg 


Cys Pro 


Cys 


GLy 




84 




65 










70 










75 










8 6 


gee 


agg 


agg 


ccg 


gac 


age 


cgc 


etg 


ctt 


cag 


ttg 


cac 


ate acg 


atg 


ect 


34 9 


8? 


A La 


Arg 


Arg 


Pro 


Asp 


Ser 


Arg 


Leu 


Leu 


Gin 


Leu 


His 


lie Thr 


Met 


Pro 




88 


80 










85 










90 








9 5 




9 0 


ttc 


teg 


teg 


ccc 


atg 


gaa 


gcg 


gag 


etg 


gtc 


cgc 


agg 


ate etg 


tec 


egg 


307 


91 


Phe 


Ser 


Ser 


Pro 


Met 


GLu 


Ala 


Glu 


Leu 


Va L 


Arg 


Arg 


He Leu 


Ser 


Arg 




9 2 










LOO 










105 








110 






94 


gat 


goc 


gca 


ect 


etc 


ccc 


cga 


cca 


ggg 


gcg 


gtt 


etg 


aag gac 


ttc 


aec 


44 5 


9 5 


Asp 


ALa 


ALa 


Pro 


Leu 


Pro 


Arg 


Pro 


Gly 


Ala 


Val 


Leu 


Lys Asp 


Phe 


Thr 




9*-. 








115 










120 








12 5 








9* 


gtg 


tec 


ggc 


aac 


eta 


etg 


ttt 


atg 


tea 


gtt 


egg 


gac 


cag gac 


agg 


gaa 


4 93 


9'.< 


Val 


Ser 




Asn 


Leu 


Leu 


Phe 


Met 


Ser 


VaL 


Arg 


Asp 


Gin Asp 


Arg 


Glu 




100 






L30 










135 










14 0 








lu2 


ggc 


get 


ggg 


egg 


atg 


agg 


gtg 


gtg 


ggt 


tgg 


ggg 


etg 


g g a tec 


gee 


tec 


541 


10 3 


0 Ly 


Ala 


Gly 


Arg 


Met 


Arg 


Val 


Val 


Gly 


Trp 


Gly 


Leu 


GLy Ser 


Ala 


Ser 




104 




145 










150 










155 










10 6 


cog 


gag 


ggg 


cag 


aaa 


get 


aga 


gat 


etc 


aga 


aca 


ccc 


aaa cac 


aag 


gtc 


58 9 


1 0 7 


Pro 


Glu 


Gly 


Gin 


Lys 


ALa 


Arg 


Asp 


Leu 


Arg 


Thr 


Pro 


Lys ills 


Ly s 


Val 




10 8 


160 










L65 










170 








17 5 




1 1 0 


tea 


gaa 


cag 


aga 


ect 


ggt 


aca 


cca 


ggc 


ccg 


ccg 


cca 


ccc ^ag 


gga 


gec 


6 37 


11 1 


Ser 


Glu 


Gin 


Arg 


Pro 


Gly 


Thr 


Pro 


Gly 


Pro 


Pro 


Pro 


Pro Glu 


Gly 


Ala 




11 2 










180 










185 








19 0 






114 


cag 


gga 


gat 


ggg 


tgc 


aga 


ggt 


gtc 


gee 


ttt 


aat 


gtg 


atg ttc 


tct 


gec 


68 5 


115 


GLn 


Gly 


Asp 


Gly 


Cys 


Arg 


Gly 


Val 


Ala 


Phe 


Asn 


Val 


Met Phe 


Ser 


Ala 




1 .1 6 








195 










200 








205 








118 


ret 


cac 


att 


tag 


ccga 


rtg 


actg 


rtgcag accaccgcca actgcagctc 






^34 


1 : ■"■» 


Pro 


His 


Lie 




























120 






210 




























112 




a teagct 


cctgtctc 


ra g 


ragctttcc ctgttgatgt 


ggatcacgea 


gtg: 


tttctg 


7 94 


1 2 J 




gtgtttt 


tggctcaggc t 


-ect 


-aggg cagaggeget 


aagcccagcc 


tggr 


gcccct 


854 


124 


tec 


taggtca 


tgcctcct 


zc c 


"tagggaa t ggtcccagca 


cgagtggcea 


gttc 


attgtg 


914 


1 2 5 


gggg -ctgut 


tgtttgtc 


gc tggaggagga eggcttacat 


gtttgtttct 


gtagaaaata 


97 4 


116 


uagct gagct 


acgattccga aaaaaaaa 
















1002 


12'' 


:210> SEQ It' NO 


5 
























1 ;* 0 


■;21 


1> LENGTH: 210 
























13 1 


■:21 


2> TYPE: 


PRT 


























132 


■;213> ORGANISM: 


Homo sapiens 
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13 4 


4 0 C 


> SEQUENCE: 


5 
























13 5 


Met 


bin 


Ala 


'jIU 


G 1 y 


Gin 


Gly 


Thr 


G 1 y 


G 1 y 


Ser 


Thr 


G 1 y 


Asp 


Ala 


Asp 


13b 


1 








5 










10 










1 5 




13 8 


0 ly 


Pro 


■j i y 


j i y 


Pro 


Gly 


He 


Pro 


Asp 


G 1 y 


Pro 


Gly 


Gly 


Asn 


Ala 


G 1 y 


1 3 9 


















2 5 










3 0 






14 1 


■ > J- y 


Pr> ) 


■Hy 


'j 1 u 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly 


Pro 


Arg 


'jly 


Aid 


14 2 
















4 0 










4 5 








14 4 


.3 1 y 


Ala 


Ala 


Ar } 


Ala 


Ser 


Gly 


Pro 


Arg 


Gly 


Gly 


Ala 


Pro 


Arg 


oly 


Pro 


14 5 




c; , i 
D ' 1 










55 










6 0 










14 n 


His 


C 1 y 


G 1 y 


Ala 


Ala 


Ser 


Ala 


Gin 


Asp 


Gly 


Arg 


Cys 


Pro 


Cys 


Gly 


Ala 


14 8 


65 










7 0 










7 5 










8 0 


1 5 0 


Arg 


Ar'T 


Pro 


Asp 


Ser 


Arg 


Leu 


Leu 


Gin 


Leu 


His 


lie 


Thr 


Met 


Pro 


Phe 


15 1 










85 










90 










9 5 




1 5 i 


Ser 


Ser 


Pro 


Me t 


Glu 


Ala 


Glu 


Leu 


Val 


Ar cj 


Arg 


lie 


Leu 


Ser 


Arg 


Asp 


154 








I U J 










10 5 










110 






1 5 b 


Ala 


Ala 


Pro 


Leu 


Pro 


Arg 


Pro 


Gly 


Ala 


Val 


Leu 


Lys 


Asp 


Phe 


Thr 


Val 


15 7 






115 










120 










12 5 








1 5 0 


Ser 




Asa 


Leu 


Leu 


Phe 


Met 


Ser 


Va 1 


Arg 


Asp 


Gin 


Asp 


Arg 


Glu 


G 1 y 


1 b 0 




130 










135 










14 0 










162 


Aid 


Oly 


Arg 


Met 


Arg 


Vai 


Val 


Gly 


Trp 


Gly 


Leu 


Gly 


Ser 


Ala 


Ser 


Pro 


1 6 ~< 


14 5 










150 










15 5 










1 b U 


lb 5 


Glu 


Oly 


Gin 


Lys 


Ala 


Arg 


Asp 


Leu 


Arg 


Thr 


Pro 


Lys 


His 


Lys 


Va 1 


Ser 


1 6 6 










165 










170 










17 5 




lb y 


Giu 


01 n 


Arg 


Pro 


Gly 


Thr 


Pro 


Gly 


Pro 


Pro 


Pro 


Pro 


Glu 


Gly 


Ala 


■jln 


1 6 9 








180 










18 5 










ion 

i y u 






17 ! 


Gly 


Asp 


Gly 


Cys 


Arg 


Gly 


Val 


Ala 


Phe 


Asn 


Val 


Met 


Phe 


Ser 


Ala 


Pro 


17 J 






195 










200 










205 








1^4 


His 


He 






























17 5 




210 






























17 H 


• :210 


^ SEQ ID NO 


6 
























17 'H 


.211 


> LENGTH: 632 
























1 8 1" 1 


<212 


> TYPE : 


DNA 


























18 


<213 


■ ■ ORGANISM 


Homo sapiens 


















1 8 i 


■.220 


* FEATURE: 


























18 4 


'221 


> NAME/KEY • 


CDS 
























18 5 


<2 2 2 


> LOCATION 


(53) 


• (595) 




















18 7 


•:400 


- SEQUENCE 


6 
























18* 


tcot 


cgtggg ccctgacctt ctctctgaga 


gecgggcaga 


ggctceggag cc atg 


18'< 






























Met 


19>) 
































1 


19- 


oag 


gcc 


gaa 


ggc 


oag 


ggc 


aca 


ggg 


ggt 


teg 


acg 


ggc 


gat 


get 


gat 


ggc 


19 i 


Gin 


Ala 


Glu 


Gly 


Gin 


Gly 


Thr 


Gly 


Gly 


Ser 


Thr 


<-iy 


Asp 


Ala 


Asp 


Gly 


194 








5 










10 










15 






19b 


cca 


gga 


ggc 


CCt; 


ggc 


att 


cct 


gat 


ggc 


cca 


ggg 


ggc 


aa t 


get 


ggc 


ggc 


19 -7 


Pro 


sly 


Gly 


Pro 


Gly 


He 


Pro 


Asp 


Gly 


Pro 


Gly 


Gly 


Asn 


Ala 


Gly 


Gly 


198 






20 










25 










3 0 








20i) 


cca 


jga 


gag 


gcg 


ggt 


gcc 


acg 


ggc 


ggc 


aga 


ggt 


ceo 


egg 


ggc 


gca 


ggg 


201 


Pro 


31y 


Glu 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly 


Pro 


Arg 


Gly 


Ala 


Gly 


202 




3 5 










40 










45 











55 



103 



151 



199 
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2'"'4 gr-a goa agj gee teg ggg :^g aga gga ggr gec ecg egg ggt cc j rat 247 

J 1 5 Ala Ala Arg Ala Ser Gly Pro Arg GLy Gly Ala Pro Arg Gly Pro His 

j-.ir> 5 ) 55 6 ) 6 5 

2"8 ggo ggt gec get tct gcg cag gat gga agg tgc ccc tgc ggg gco agg 295 

20* Hy GLy Ala Ala Ser Ala Gin Asp Gly Arg Cys Pro Cys GLy A L _i Arg 

2 10 70 7 5 80 

2'.2 agg cog gae ago cgc ctg etc cag ttg cao ate acg atg cot ttc teg 343 

2 .i Arg Pro Asp Ser Arg Lei Leu Gin Lea His lie rhr Met Pro Phe Ser 

2 14 8 5 9 0 9 5 

2 10 t : g eec atg gaa gcg gag etg gte cgc agg ate ctg tec :gg gat gee 391 
2 1 - 7 Ser Pro Met Glu Ala Gla Leu Val Arg Arg He Leu Ser Arg Asp Ala 
218 100 105 110 

2J0 g.:a cct etc ccc cga cea ggg gcg gtt ctg aag gae tte ace gcg tec 4 39 

2H Ala Pro Leu Pro Arg Pro Gly Ala Val Leu Lys Asp Phe Thr Val Ser 
222 115 120 12 5 

224 ggc aac eta ctg ttt ate cga ctg act get gca gae cac cgc ca 1 ctg 4 87 

225 Gly Asn Leu Leu Phe He Arg Leu Thr Ala Ala Asp His Arg Gin Leu 

226 130 135 140 145 

228 cag etc tec ate age: tec tgt etc cag cag ctt tee ctg ttg atg tgg 535 

2 20 Gin Leu Ser He Ser Ser Cys Leu Gin Gin Leu Ser Leu Leu Met Trp 

2 "to 150 155 160 

2<2 ate acg cag tgc ttt ctg ccc gtg ttt ttg get cag get ccc tea ggg 5&3 

233 lie Thr Gin Cys Phe Leu Pro Val Phe Leu Ala Gin Ala Pro Ser Gly 

2<4 165 170 175 

2 3*S eag agg cgc taageceage ctggcgccce ttcctaggtc atgeetcete 6 32 

2<~' Gin Arg Arg 

23H 180 

24 1 <210^ SEQ ID NO: 7 

24 2 <21H- LENGTH: 180 

24 .< ■ 2 1 2 > TYPE : PRT 

244 c213 - ORGANISM: Homo sapiens 

24 6 .;400 - SEQUENCE: 7 



24 ^ 


Met 


Gin 


Ala 


Glu 


Gly 


Gin 


Gly 


Thr 


Gly 


G 1 y 


Ser 


Thr 


Gly 


Asp 


Ala 


Asp 


24 8 


1 








5 










10 










15 






Gly 


Pro 


Gly 


Gly 


Pro 


Gly 


lie 


Pro 


Asp 


Gly 


Pro 


Gly 


Gly 


Asn 


Ala 


Gly 


2 5 1 








20 










2 5 










3 0 






2 5 < 


Gly 


Pro 


Gly 


Glu 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly 


Pro 


Arg 


Gly 


Ala 


2 54 






35 










40 










45 








2 5t- 


Gly 


Ala 


Ala 


Arg 


Ala 


Ser 


G ly 


Pro 


Arg 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 


Pro 


"1 c . 7 




50 










55 










60 












His 


Gly 


Gly 


Ala 


Ala 


Ser 


Ala 


Gin 


Asp 


Gly 


Arg 


Cys 


Pro 


Cys 


Giy 


Ala 


2 * 0 


65 










70 










75 










8 0 


2 6- 2 


Arg 


Arg 


Pro 


Asp 


Ser 


Arg 


Leu 


Leu 


Gin 


Leu 


His 


He 


Thr 


Met 


Pro 


Phe 


2 0 3 










8 5 










9 0 










9 5 




2i 5 


Ser 


Ser 


Pro 


Met 


Glu 


Ala 


Glu 


Leu 


Val 


Arg 


Arg 


He 


Leu 


Ser 


Arg 


Asp 


2 K u 








100 










105 










110 






2 b 8 


Ala 


Ala 


Pro 


Leu 


Pro 


Arg 


Pro 


Gly 


Ala 


Val 


Leu 


Lys 


Asp 


Phe 


Thr 


Val 


2 6 9 






115 










120 










125 








2H 


Ser 


Gly 


Asn 


Leu 


Leu 


Phe 


He 


Arg 


Leu 


Thr 


Ala 


Ala 


Asp 


His 


Arg 


Gin 
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27 2 


130 


13 5 




14 0 




2^4 


Leu Gin Leu Ser lie 


Ser Ser Cys 


Leu Gin Gin 


Leu Ser Leu Leu 


Met 


2 7 5 


14 5 


150 


15 5 




1 6 0 


2 n 7 


Trp He Thr Gin C/s 


Phe Leu Pro 


Val Phe Leu 


Ala Gin Ala Pre 


Ser 


2 7 3 


16 5 




170 


17 5 




280 


Gly Gin Arg Arg 










281 


180 










284 


-:210- SEQ ID NO: & 










28 5 


-:211 - LENGTH: 755 










286 


:212-- TYPE: DNA 










2b7 


-:213> ORGANISM Homo 


sapiens 








2 8 ') 


-:220- FEATUF'.S : 










2 0 


22 1 > NAME/KEY CDS 










2 1 -* 1 


■:222 LOCATION: (51) 


■ ■ ( 59 3 ) 








2 0 3 


-'400 > SEQUENCE: 8 










2v4 


ctcgtgggcc ctgaccttct ctctgagagc 


cgggcagagg 


ctccggagcc atg 


cag 


2^5 








Met 


Gin 


2^6 








1 





2 V 8 


JCC 


gaa 


ggc 


egg 


ggc 


aca 


ggg 


ggn 


teg 


acg 


ggc 


gat 


get 


gat 


ggc 


:ca 


104 


2 'r* 


Ala 


Glu 


Gly 


Arg 


Gly 


Thr 


Gly 


Gly 


Ser 


Thr 


Gly 


Asp 


Ala 


Asp 


■3ly 


Pro 




3 mi 






5 










10 










15 










3 02 


gga 


ggc 


cct 


ggc 


att 


cct: 


gat: 


ggc 


cca 


gg? 


ggc 


aat 


get 


ggc 




ee i 


152 


3 «.i 3 


Gly 


Gly 


Pro 


Gly 


lie 


Pro 


Asp 


Hy 


Pro 


Gly 


Gly 


Asn 


Ala 


Gly 


Gly 


Pro 




3 04 




20 










2 5 










30 












3 (J h 


gga 


gag 


gcg 


ggt 


gee 


a c g 


ggc 


ggc 


aga 


ggt 


ccc 


egg 


ggc 


gca 


ggg 


?ca 


200 


3 07 


Gly 


Glu 


Ala 


Gly 


Ala 


Thr 


■3ly 


Gly 


Arg 


Gly 


Pro 


Arg 


Gly 


Ala 


Gly 


Ala 




3 0 8 


3 5 










4 0 










45 










5 0 




310 


gca 


agg 


gee 


teg 


ggg 


ccg 


gga 


gga 


ggc 


gec 


ccg 


egg 


ggt 


ccg 


ea t 


jgc 


248 


3 1 1 


Ala 


Arg 


Ala 


Ser 


Gly 


Pro 


Gly 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 


Pro 


His 


Gly 




312 










5 5 










6 0 










6 5 






3 1 4 


ggc 


gcg 


get 


tea 


ggg 


ctg 


aat 


gga 


tgc 


tgc 


aga 


tgc 


ggg 


gec 


agg 


ggg 


296 


3 : 5 


Gly 


Ala 


Ala 


Ser 


Gly 


Leu 


Asn 


Gly 


Cys 


Cys 


Arg 


Cys 


Gly 


Ala 


Ar g 


Gly 




31b 








7 0 










75 










80 








31 8 


ccg 


gag 


age 


cgc 


ctg 


ctt 


gag 


tte 


tac 


etc 


gee 


atg 


ect 


tte 


gec 


a c a 


344 


3 1 9 


Pro 


Glu 


Ser 


Arg 


Leu 


Lou 


Glu 


Phe 


Tyr 


Leu 


Ala 


Met 


Pro 


Phe 


Aia 


Thr 




3 20 






85 










9 0 










95 










3 2 2 


ccc 


atg 


gaa 


qea 


gag 


c tg 


gec 


cgc 


agg 


age 


ctg 


gee 


cag 


gat 


gee 


eca 


392 


323 


Pro 


Met 


Glu 


Ala 


Glu 


L.e u 


Ala 


Arg 


Arg 


Ser 


Leu 


Ala 


Gin 


Asp 


Ala 


Pro 




324 




100 










L05 










110 












326 


ccg 


ctt 


cce 


gtg 


cca 




gtg 


ctt 


ctg 


aag 


gag 


tte 


act 


gtg 


tec 


?gc 


440 


3 2 7 


Pro 


Leu 


Pro 


Val 


Pro 


Gly 


Val 


Leu 


Leu 


Lys 


Glu 


Phe 


Thr 


Val 


Ser 


Gly 




3 2 8 


115 










120 










125 










130 




3 3 0 


aac 


a ta 


ctg 


act 


ate 


ega 


ctg 


act 


get 


gca 


gac 


cac 


cgc 


eaa 


ctg 


cag 


488 


3 3 1 


Asn 


He 


Leu 


Thr 


He 


Arg 


Leu 


Thr 


Ala 


Ala 


Asp 


His 


Arg 


Gin 


Leu 


Gin 




3 3 2 










135 










140 










14 5 






3 34 


etc 


tec 


ate 


age 


tec 


tgt 


etc 


cag 


cag 


ett 


tec 


ctg 


ttg 


atg 


tgg 


ate 


536 


3 35 


Leu 


Ser 


He 


Ser 


Ser 


Cys 


Leu 


Gin 


Gin 


Leu 


Ser 


Leu 


Leu 


Met 


Trp 


r le 




336 








150 










155 










160 








3^8 


acg 


cag 


tgc 


ttt 


ctg 


ccc 


gtg 


ttt 


ttg 


get 


cag 


cct 


ccc 


tea 


ggg 


cag 


584 
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W--> 
W--> 



4 

U 
14 
15 
1 7 
18 
19 



3 1 



3 8 

3 'H 

4 1 
42 
4 5 
4C'. 
4^ 
4 8 



til 3 
h4 
h? 

b 6 



■:12<"i - 
•.:130 • 
■:14" ■• 
.:14 L - 
<15=j - 
<150> 
<160> 
■;170 • 
-2 L0 ■ 
■:211 • 

<;> 12,- 

•;2l '< ■ 
■;4 0<: • 



APPLICANT: Leth,, Bernard 
Lucas, Sophie 
Do Smet, Charles 
G : :ielaine, Daniele 
3 ,-;m - Fal I eur , Thierry 
TITLE OF INVENTION: LAGE - 1 
FILE REFERENCE: L0461/7066 
CERENT APPLICATION NUMBER 
CURRENT FILING DATE: 1999- 



TUMOR ASSOCIATED NUCLEIC ACIDS 



: US 09/341, 829A 

10-18 / L^<U ' 



US 08/791,495 <151> 1997-01-27 
PCT/US98/01445^<151> 1998-01-27 



Vers ion 3 . 0 



PRIOR APPLICATION NUMBER 
PRIOR APPLICATION NUMBER 
NUMBER OF SEQ ID: 14 

SOFTWARE. FastSEQ for Windows 
3E0 ID NO: 1 
LENGTH 217 
TYPE : DNA 
- JROANISM: H)ino sapiens 
• SEQUENCE 1 

gatet .caqaa cjcccaaaca caaggtctca gaacagagac ctggtacacc aggcccgccg 
ocacccgagg gagcocaggg agatgggtgc agaggtgtcg cctttaatgt gatgttctct 
gcccotc : ica 1 t tagccgac tgactgctgc agaccaccgc caactgcagc tctccatcag 
otcct.gt-?t.c cageagcttt ccctgttgat gtggatc 
■:2Ur- SFQ ID NO: 2 
<2 11 - LENGTH : 1 8 
■:2 12 - TYPE: DNA 
:21V- ORGANISM Homo 
'4 01"-- SEQUENCE: 2 
agatgggtgc agaggtgt 
SEO ID NO 3 
LENGTH 19 
TYPE: DNA 
ORGANISM : Homo 
SK'jUENCE 3 

aacagg-:aa 
SFO ID NO: 4 
LENGTH 1002 
TYPE: DNA 
ORGANISM 
FEATURE : 
NAME/KEY 
LOCATI' >N 
SEQUENCE 



60 
120 
180 
217 



sapiens 



18 



•.:2I0: 
-2 1 1 :■ 

•:213/ 
4 0 0 :. 
aa + ;ccacd t 
21 (r 
21 i 
■ 2 1 2 
13: 
20: 



sapiens 



19 



Homo sapiens 



2DS 

. (697) 

400: SEQUENCE: 4 

tctgcctccg catcctegtg gqccctgacc ttctctctga gagccgggca gaggctccgg 
agcc ate, cag gec gaa ggc cag ggc aca ggg ggt teg acg ggc gat get 
Met Gin Ala Glu Gly Gin Gly Thr Gly Gly Ser Thr Gly Asp Ala 

:: 5 10 15 

gat ggo oca gga ggc cct ggc att cct gat ggc cca ggg ggc aat get 



60 
109 



157 
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7-| 


Asp 


G 1 y 


Pro 


Gly 


Gly 


Pro 


1 j 1 y 


lie 


Pro 


Asp 


Gly 


Pro 


Gly 


Gly 


Asn 


Ala 




7 :. 










2 0 










25 










30 






7 j 


ggc 


ggo 


:ca 


gga 


gag 


gcg 


ggt 


gee 


acg 


ggc 


ggc 


aga 


ggt 


o c o 


egg 


ggc 


20 5 


7 4 


G L y 


Gly 


Pro 


GLy 


Glu 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly 


Pro 


Arg 


Gly 












3 5 










40 










4 5 








7 ~ 


gea 


J 33 


jc a 


goa 


agg 


gco 


teg 


ggg 


cog 


aga 


gga 


ggo 


gco 


ccg 


egg 


ggt 


253 


n H 


Ala 


GLy 


A La 


Ala 


Arg 


Ala 


Ser 


Gly 


Pro 


Arg 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 




"7 






5 0 










55 










6 0 










8 ; 


c :g 


oat 


gg- 


■m 


goo 


get 


tot 


gcg 


cag 


gat 


gga 


ag? 


tgo 


CO 2 


tgo 


jgg 


3 0 1 


R J 


Pro 


His 


G 1 y 


Gly 


Ala 


Ala 


Ser 


Ala 


Gin 


Asp 


Gly 


Arg 


Cys 


Pro 


Cys 


Gly 




8 * 




6 5 










70 










75 












8 5 


goo 


agg 


agg 


oog 


gac 


ago 


ego 


ctg 


ctt 


eag 


ttg 


cao 


ate 


acg 


atg 


oct 


34 9 


8', 


A Id 


Arg 


Arg 


Pro 


Asp 


Ser 


Arg 


Leu 


Leu 


Gin 


Leu 


His 


lie 


Thr 


Met 


Pro 




8" 


3 0 










85 










90 










95 




8'< 


t to 


tog 


to? 


o o c 


atg 


gaa 


gcg 


gag 


ctg 


gtc 


cgc 


agg 


ate 


ctg 


tco 


egg 


3 9 7 


9t' 


Phe 


Ser 


Ser 


Pro 


Mot 


Glu 


Ala 


Glu 


Leu 


Val 


Arg 


Arg 


He 


Leu 


Ser 


Arg 




91 










10 0 










105 










110 






9 i 


gat 


goo 


goa 


cot 


etc 


oco 


cga 


cca 


ggg 


gcg 


gtt 


ctg 


aag 


gao 


tto 


ace 


44 5 


9 4 


Asp 


Ala 


Ala 


Pro 


Leu 


Pro 


Arg 


Pro 


Gly 


Ala 


Val 


Leu 


Lys 


Asp 


Phe 


Thr 




9 r 








115 










120 










125 








9 7 


gtg 


toe 


ggc 


aac 


eta 


ctg 


ttt 


atg 


tea 


gtt 


egg 


gac 


oag 


gac 


agg 


gaa 


4 93 


9 8 


Vdl 


S o r 


G ly 


Asn 


Leu 


Leu 


Phe 


Met 


Ser 


Val 


Arg 


Asp 


Gin 


Asp 


Arg 


Glu 




9 






130 










135 










140 










lul 


ggc 


get 




egg 


atg 


agg 


gtg 


gtg 


ggt 


tgg 


ggg 


ctg 


gga 


tec 


gec 


tec 


541 


in 2 


< j 1 y 


Ala 


Gly 


Arg 


Met 


Arg 


Val 


Val 


GLy 


Trp 


Gly 


Leu 


Gly 


Ser 


Ala 


Ser 




10 3 




14 5 










150 










155 












1 i"i 5 


oog 


gag 


ggg 


oag 


aaa 


got 


aga 


gat 


etc 


aga 


aca 


occ 


aaa 


oac 


aag 


gtc 


589 


li jb 


Pro 


Glu 


Gly 


Gin 


Lys 


Ala 


Arg 


Asp 


Leu 


Arg 


Thr 


Pro 


Lys 


His 


Lys 


Val 




vr 


160 










165 










170 










175 




1 0 9 


toa 


jaa 


:ag 


aga 


cet 


ggt 


a ca 


cca 


ggc 


ccg 


ccg 


cca 


ccc 


g a g 


gga 


gee 


63 7 


1 1 0 


Ser 


Glu 


Gin 


Arg 


Pro 


Gly 


Thr 


Pro 


Gly 


Pro 


Pro 


Pro 


Pro 


Glu 


Gly 


Ala 




111 










180 










185 










190 






1:1 :< 


oag 


gga 


gat 


ggg 


tgo 


aga 


ggt 


gtc 


goo 


ttt 


aat 


gtg 


atg 


ttc 


tot 


gec 


685 


114 


G 1 n 


Gly 


Asp 


G 1 ;/ 


Cy s 


Arg 


Gly 


Val 


Ala 


Phe 


Asn 


Val 


Met 


Phe 


Ser 


Ala 




1.1 5 








195 










200 










205 








117 


oct 


oac 


att 


ta gco gactg 


actgetgeag accaccgcca actgeagetc 






734 


118 


Pro 


His 


lie 






























11 9 






210 






























121 


tec 


a tcaget 


ce tgtoto 


ca gcagctttcc otgttgatgt 


ggatcacgoa 


gtgctttctg 


-794 




" c c 


gtgtttt 


t: ggc tea ggc tccctcaggg oagaggeget 


aagcccagoc 


tggcgcccct 


854 


12 3 


t c c 


taggt oa 


tgcc 


tec tec cctagggaat ggtcccagca 


cgagtggcoa 


gttcattgtg 


914 


124 


ggggoctgat 


tgtttgto 


gc tggaggagga eggcttacat 


gtttgtttct 


gtagaaaata 


9 74 


12? 


.tag ct gage t 


a c g a 1 1 o c 


ga aaaaaaaa 


















1002 


128 


2 1 C • SEQ ID NO 


: 5 


























12 9 


;21 


2- LENGTH: 2 


10 


























13 0 


:21 


2:- TYPE 


?RT 




























13 1 


■:213> ORGANISM: 


Homo sapiens 




















1 3 3 


■;400> SEQUENCE 


5 


























134 


Met 


Gin 


Ala 


Glu 


Gly 


Gin 


Gly 


Thr 


Gly 


Gly 


Ser 


Thr 


Gly 


Asp 


Ala 


Asp 
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13 5 


1 






5 










10 










15 




13 * 


Gly 


Pro Gly 


Gly 


Pro 


Gly 


He 


Pro 


Asp 


Gly 


Pro 


Gly 


Gly 


Asn 


Ala 


Gly 


13H 






2 0 










25 










30 






14 ■"» 


Gly 


Pro Gly 


Gl u 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly 


Pro 


Arg 


Gly 


All 


14 1 




3 5 










4 0 










4 : 








14 < 


Gly 


Ala Ala 


Arg 


Ala 


Ser 


Gly 


Pro 


Arg 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 


Pro 


144 




50 








55 










60 










14*.. 


Hls 


Gly Gly 


All 


Ala 


Ser 


Ala 


Gin 


Asp 


Gly 


Ar j 


Cys 


Pro 


Cys 


G 1 y 


Ala 


14 " 7 


6 5 








70 










75 










8 0 


14 * 


Arg 


Arg Pro 


Asp 


Ser 


Arg 


Leu 


Leu 


Gin 


Leu 


His 


He 


Thr 


Met 


Pro 


Phe 


15:.' 








8 5 










9 0 










95 




15 J 


Sor 


Ser Pro 


Met 


Glu 


Ala 


Glu 


Leu 


Val 


Ar g 


Arg 


lie 


Leu 


Ser 


Arg 


Asp 


15 < 






1 00 










10 5 










110 






155 


Ala 


Ala Pro 


Leu 


Pro 


Arg 


Pro 


Gly 


Ala 


Val 


Leu 


Lys 


Asp 


Phe 


Thr 


Val 


150 




115 










120 










125 








156 


Ser 


Gly Asri 


Leu 


Leu 


Phe 


Met 


Ser 


Val 


Arg 


Asp 


Gin 


Asp 


Arg 


Glu 


Gly 


IS* 




13 0 








135 










L40 










16 : 


Ala 


Gly Arg 


Met 


Arg 


Val 


Val 


Gly 


Trp 


Gly 


Leu 


Gly 


Ser 


Ala 


Ser 


Pro 


162 


145 








150 










155 










160 


164 


Glu 


Gly Glr. 


Lys 


Ala 


Arg 


Asp 


Leu 


Arg 


Thr 


Pro 


Lys 


His 


Lys 


Val 


Ser 


165 








16 5 










170 










175 




167 


Glu 


Gin Ara 


Pro 


Gly 


Thr 


Pro 


Gly 


Pro 


Pro 


Pro 


Pro 


Glu 


Gly 


Ala 


Gin 


16 tf 






180 










185 










190 






1^0 


Gly 


Asp Gly 


Cys 


Arg 


Gly 


Val 


Ala 


Phe 


Asn 


Val 


Met 


Phe 


Ser 


Ala 


Pro 


1 7 1 




19 5 










200 










205 








1 7 3 


His 


tie 




























1 7 4 




210 




























1^7 


•:2:;o 


• SEQ ID NO 


6 
























l n H 


.:211 


• LENGTH : 632 
























in 9 


:2a 2 


- TYPE: 


DNA 


























180 


: 2 1 3 


- ORGANISM. 


Homo sapiens 


















182 


•.:2 2 0 


• FEATURE: 


























183 


-;2 21 


- NAME/KEY : 


CDS 
























184 


:222 


• LOCATION 


(53) 


■ ( 595 ) 




















186 


-4 0 0 


> SEQUENCE: 


6 
























18- 7 


toot 


cgtggg c 


ec 4 :gacctt ctctctgaga gccgggcaga 


ggctceggag cc atg 


188 




























Met 


189 






























1 


191 




gcc gaa 


ggc 


cag 


ggc 


aca 


ggg 


ggt 


teg 


acg 


ggc 


gat 


get 


gat 


ggc 


l c O 


Glr; 


Ala Glu 


Gly 


G 1 n 


Gly 


Thr 


Gly 


Gly 


Ser 


Thr 


Gly 


Asp 


Ala 


Asp 


Gly 


193 






5 










10 










15 






1 9 5 


oca 


gga ggc 


cct 


ggc 


att 


cct 


gat 


ggc 


cca 


ggg 


ggc 


aa t 


get 


ggc 


ggc 


196 


Pro 


3 1 y G 1 y 


Pro 


Gly 


He 


Pro 


Asp 


Gly 


Pro 


G 1 y 


Gly 


Asn 


Ala 


Gly 


Gly 


197 




2 0 










25 










30 








1 9 9 




gga gag 


gcg 


ggt 


gcc 


acg 


ggc 


ggc 


aga 


ggt 


ccc 


egg 


ggc 


gca 


ggg 


2 0 0 


Fro 


Gly Glu 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


G 1 y 


Pro 


Arg 


Gly 


Ala 


Gly 


2 0 1 




35 








40 










4 5 










2 0 3 


gca 


gca agg 


g cc 


teg 


ggg 


ccg 


aga 


gga 


ggc 


gcc 


ccg 


egg 


ggt 


ccg 


cat 


204 


Ala 


Ala Arg 


Ala 


Ser 


Gly 


Pro 


Arg 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 


Pro 


His 



55 



103 



151 



199 



247 
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205 50 55 60 65 

39 c -?9t gee get tct gcg cag gat gga agg tgc ccc tgc ggg gee a gg 295 
j d Gly Gly Ala Ala Ser Ala Gin Asp Gly Arg Cys Pro Cys GLy Ala Arg 
joo " 7 0 7 5 8 0 

.:] ':. agg ecg gac age cgc ^tg ctt cag ttg cac ate acg atg cct ttc teg 34 3 

olJ Arg Pro Asp Ser Arg Leu Leu Gin Leu His lie Thr Met Pro Phe Ser 
j H 8 5 9 0 9 5 

jit teg ccc atg gaa gcg gag ctg gtc cgc agg ate ctg tee egg gat gee 391 

i h Ser Pro Met GLu Ala Glu Leu Va L Arg Arg l ie Leu Ser Arg Asp A La 
„17 100 105 110 

j 1 j gea cct etc ccc cga eca ggg gcg gtt ctg aag gac ttc ace gtg tec 4 39 

Jit' 1 ALa Pro Lea Pro Arg Pro Gly ALa Val Leu Lys Asp Phe Thr Va L Ser 
JJ 1 , L15 120 125 

j j i ggc aao eta ctg ttt ate ega ctg act get gca gac cac :gc eaa ctg 487 

2 2-; GLy Asn Leu Leu Phe lie Arg Leu Thr Ala Ala Asp His Arg Gin Leu 

jj5 130 135 140 145 

227 cag etc tec ate age tec tgt etc cag cag ctt tec ctg ttg atg tgg 53 5 

jjh Gin Leu Ser lie Ser Ser Cys Leu Gin Gin Leu Ser Leu Leu Met Trp 

22'^ 150 15 5 160 

2 3 1 ate acg cag tgc ttt ctg ccc gtg ttt ttg get cag get ccc tea ggg 58 3 

2 32 lie Thr Gin Cys Phe Leu Pro Val Phe Leu Ala Gin ALa Pro Ser Gly 

2 "< 3 165 170 175 

J./5 cag agg cgc taagcccagc ctggcgccc:: ttectaggtc atgcctcctc 632 

2 36 Gin Arg Arg 

2 3 7 180 

24 0 <210:> SEQ ID NO: 7 

241 ':211> LENGTH: 180 

24 2 <212> TYPE: PRT 

24 3 <1'13> ORGANISM: Homo sapiens 

24 5 <400> SEQUENCE: 7 



24 6 


Met 


Gin 


Ala 


Glu 


Gly 


Gin 


Gly 


Thr 


G 1 y 


Gly 


Ser 


Thr 


Gly 


Asp 


Ala 


Asp 


24 7 


1 








5 










10 










15 




24 9 


Gly 


Pro 


Gly 


Gly 


Pro 


Gly 


lie 


Pro 


Asp 


Gly 


Pro 


Gly 


GLy 


Asn 


Ala 


Gly 


2 to 








2 0 










25 










30 






■i c -i 


Gly 


Pn ) 


Gly 


Glu 


Ala 


Gly 


Ala 


Thr 


Gly 


Gly 


Arg 


Gly 


Pro 


Arg 


Gly 


Ala 


2 5 3 






3 5 










4 0 










4 5 








2 r - 5 


Gly 


Ala 


Ala 


Arg 


Ala 


Ser 


G 1 y 


Pro 


Arg 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 


Pro 


2 56 




50 










5 5 










60 












His 




Gly 


Ala 


Ala 


Ser 


Ala 


Gin 


Asp 


Gly 


Arg 


Cys 


Pro 


Cys 


Gly 


Ala 


l r 9 


6 5 










7 0 










^5 










8C 


2*1 


Ara 


Arg 


Pro 


Asp 


Ser 


Arg 


Leu 


Leu 


Gin 


Leu 


His 


He 


Thr 


Met 


Pro 


Phe 


2 6 2 










85 










90 










95 




2^4 


Ser 


Ser 


Pro 


Met 


Glu 


Ala 


Glu 


Leu 


Val 


Arg 


Arg 


He 


Leu 


Ser 


Arg 


Asp 


2h5 








100 










10 5 










110 






2 t-'i 


Ala 


Ala 


Pro 


Leu 


Pro 


Arg 


Pro 


Gly 


Ala 


Val 


Leu 


Lys 


Asp 


Phe 


Thr 


Val 


2^8 






115 










120 










125 








2^0 


Sei 


Gly 


Asr. 


Leu 


Leu 


Phe 


He 


Arg 


Leu 


Thr 


Ala 


Ala 


Asp 


His 


Arg 


Gin 


2H 




130 










135 










140 










2^3 


Leu 


Gin 


Leu 


Ser 


lie 


Ser 


Ser 


Cys 


Leu 


Gin 


Gin 


Leu 


Ser 


Leu 


Leu 


Met 
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2^4 145 150 155 160 

276 Trp He Thr Gin Cys Phe Leu Pro Val Phe Leu Ala Gin Ala Pro Ser 
27- 165 170 175 

2 7 * Gly Gin Ar g Arg 



2 8 0 






180 






2 8 < ■ 




:o-> 


SEQ ID NO 


8 




234 ■ 




H - 


LENGTH: 755 




2*5 • 




12 • 


TYPE: DNA 






2 6 ■ 




13 - 


ORGANISM: 


Homo 


sapiens 


2 8 8 ■ 




2 0 • 


FEAIURE : 






2 h 9 ■ 




21 ■ 


NAME/KEY : 


CDS 




2 : 1 




2 2 * 


LOCATION 


(51) 


. (593) 




4 


.10. - 


SEQUENCE : 


8 





2*3 ctogtgggoe ctgaccttct ototgagagc egggeagagg ctccggagcc atg cag 56 
2^4 Met Gin 



1 



2'W 


gee 


gaa 


ggc 


egg 


ggc 


aca 


ggg 


ggt 


teg 


acg 


ggc 


gat 


get 


gat 


gge 


cca 


104 


2':- 8 


Ala 


Glu 


Gly 


Arg 


Gly 


Thr 


Gly 


Gly 


Ser 


Thr 


Gly 


Asp 


Ala 


Asp 


Gly 


Pro 




2 9 






5 










10 










15 










3 n 1 


gga 


ggc 


CCt 


ggc 


att 


cct 


gat 


gg.? 


cca 


ggg 


ggc 


aat 


get 


gg- 


ggc 


cca 


152 


3 (.' 2 


Gly 


Gly 


Pro 


Gly 


He 


Pro 


Asp 


Gly 


Pro 


Gly 


Gly 


Asn 


Ala 


Gly 


Hy 


Pro 




3(.:3 




20 










25 










30 












3 u 5 


gga 


gag 


gog 


ggt 


gee 


aeg 


ggc 


gge 


aga 


ggt 


ccc 


egg 


gge 


?ca 


ggg 


gea 


200 


3 h 


Gly 


Glu 


Ala 


Gly 


Ala 


Thr 


Gly 


Hy 


Arg 


Gly 


Pro 


Arg 


Gly 


Ala 


Gly 


Ala 




3 (.) 7 


3 5 










40 










4 5 










50 




y. I": <'-* 


gca 


agg 


gee 


teg 


ggg 


eeg 


gga 


gga 


gge 


gec 


ceg 


egg 


ggt 


eeg 


:ar. 


gge 


248 


3 1 0 


Ala 


Arg 


Ala 


Ser 


Gly 


Pro 


Gly 


Gly 


Gly 


Ala 


Pro 


Arg 


Gly 


Pro 


His 


Gly 




32 1 










55 










60 










65 






3 1 3 


ggc 


gcg 


got 


tea 


ggg 


:tg 


aat 


gga 


tge 


tge 


aga 


tge 


ggg 


gec 


agg 


ggg 


296 


314 


Gly 


Ala 


Ala 


Ser 


Gly 


Leu 


Asn 


■sly 


Cys 


Cys 


Arg 


Cys 


Gly 


Ala 


Arg 


Gly 




3 1 5 








7 0 










^5 










8 0 








3: " 


?cg 


gag 


age 


ego 


etg 


ctt 


gag 


tte 


tac 


etc 


gec 


atg 


cot 


tte 


gcg 


ae a 


344 


318 


Pr> 


Glu 


Ser 


Arg 


Leu 


Leu 


Glu 


Phe 


Tyr 


Leu 


Ala 


Met 


Pro 


Phe 


Ala 


Thr 




31 ^ 






8 5 










9 0 










9 5 










321 


ceo 


atg 


gaa 


gca 


gag 


etg 


gec 


ego 


agg 


age 


ctg 


gec 


cag 


gat 


gec 


oca 


392 


3 22 


Pro 


Met 


Glu 


Ala 


Glu 


Leu 


Ala 


Arg 


Arg 


Ser 


Leu 


Ala 


Gin 


Asp 


Ala 


Pro 




3 2 3 




100 










105 










110 












32 5 


CC'T 


ctt 


ccc 


gtg 


oca 


ggg 


gtg 


ctt 


etg 


aag 


gag 


ttc 


act 


gtg 


tec 


ggc 


440 


3 2 6 


Pro 


Leu 


Pro 


Val 


Pro 


Gly 


Val 


Leu 


Leu 


Lys 


Glu 


Phe 


Thr 


Val 


Ser 


Gly 






11^ 










120 










125 










130 




3 2 9 


aa^ 


ata 


erg 


act 


ate 


cga 


etg 


ac + . 


get 


gca 


gac 


cac 


cge 


eaa 


etg 


eag 


488 


3 2 0 


As:, 


He 


Leu 


Thr 


lie 


Arg 


Leu 


Thr 


Ala 


Ala 


Asp 


His 


Arg 


Gin 


Leu 


Gin 




3 3 1 










135 










140 










145 






3 33 


ete 


tec 


ate 


age 


tec 


tgt 


etc 


cag 


cag 


ctt 


tec 


ctg 


ttg 


atg 


tgg 


ate 


536 


3 34 


Leu 


Ser 


lie 


Ser 


Ser 


Cys 


Leu 


Gin 


Gin 


Leu 


Ser 


Leu 


Leu 


Met 


Trp 


He 




3 :•■ 5 








150 










155 










160 








3 37 


aca 


cag 


tge 


ttt 


ctg 


ccc 


gtg 


ttt 


ttg 


get 


eag 


cct 


ceo 


tea 


ggg 


eag 


584 


3 38 


Thi 


Gin 


Cys 


Phe 


Leu 


Pro 


Val 


Phe 


Leu 


Ala 


Gin 


Pro 


Pro 


Ser 


Gly 


Gin 




3 39 






165 










170 










175 
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